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rCACACAGCG CAACTTTCCT CTTCTATCCC CAACCCTAAC 
ncCTAAATT TCAOTCACTC AGAAIATTTG TCACTTAATT 
T7GACACTTA GACAfGHAA TTKACTin AGGCTTCAGG 
TTCAAT<:TGA TCAAriGfrAT TTGAAmrC ATCTGTCAGT 
TTTCGACGCA GCATGAGTTC CAAAGAGCGA AGCAGCACCC 
GTCAGGACTC GATTCGTilOA GATCTTCGTG GTTGCTCCAA 
GATCAICTIC GAATTCGAGG CACilAGTCrA ATTTGCCTCA 
ACAAGCTCCT CAWf^TrACCT G7CGMTGC A70 AIT tGT 
Met [ie Cys 
1 



CAGGTATCAT CTTCCTAICT 
TCSMTHTC ATTTCGACAC 
TTATCATCAA TCTTTCCATI 
TACCGAACGA TCGATTAG.AG 
GCArrCGAGG GTTCGrCGTX: 
TCCMGAAAG CCCAAGAAQG 
GCTGCTGCArt CAGATTCAGG 
TAT GAC AIG GIG CGC 
7yr Asp ilel Val MR 
5 



GGA GGG- CAG CCT CCA CGA AAC HT GAT GGT TIG GAA GOT TCT GAT G7A 
Gty &ly Gin Prd AU Gly Asn Phc Asn Ala I.eii Glu Ala Ser Asp Val 

<3ri5 960 £)S5 

GTA GAT GAT TGG GAG A\G CCT TOT GAA TAGCAAGGAG TAAACA7TTT 
Val Asp Asp Trq Glu Ly* Ma Cys Glu 

970 ^75 
TCATTTTATT ITCtTCAGAA CGACCCAGAT TTTGAaAGT GAAAtGrCTA AGGCTCrTTT 
TGTCCAC7AC ArGTATCTCT TrXCATGTTT TATCCCCCTC ATTTTAATCA ATTTCCATGT 
TATTLTAA 
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ABSTRACT : PROBLEM TO BE SOLVED: To obtain a DNA as a cysteine-rich DNA connecting protein 
gene f ronn a gene specifically generating after treating with a jasnnonic acid. 

SOLUTION: This DNA has an amino acid sequence of the formula and codes a 
DNA-connecting protein containable substitution, deletion, insertion, addition or transition 
of more than one amino acid as far as not substantially injuring a DNA connecting activity, 
and is, e.g., SJIP-2 as one of the gene obtained by a jasmonic acid treatment of a 
culturing cell of a soybean. The DNA connecting protein is considered as a factor 
controlling manifestation of a gene induced by jasmonic acid and is useful for producing a 
plant strong against a pathogenic fungus, producing a useful secondary metabolite and 
suppressing generation of a toxic secondary metabolite, etc. 
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C-PHLCVLQCHPGPCPPCKAFAPPRLCPC 
CGaRCQKLLQCGRHHCQQ I CHLGPCHPCOVP \ NASCFC 
CGSTCOKYLNCGNH IC i ETCHPGSCGDCELLPSR I KTC 
CSQVCGKYLPC6 ! HHCEEPCHAGDCSPCLVLVSQKCRC 
CQLPCGKKLRCGQHACESLCHS6HCPPCLET I FTOLTC 
CNKLCGKTRQCGLHACGRTCHLPPCDNLSAVPG I RASC 
C-RHTCTAPCH 
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^ W L , D N A ifg-^vStt ^ ^ KS<jiz» ^ ^- V ^Pfi <) 1 i:J,± 
J; V > D N A^S-^ :7 >v MSr 3- Hf » D N A , 

V >-r , t^mm^- 4 5 0 - 3 4 s 0 t-^t? ri^hmmMin i 
^t^^ tmn 1 tm^) d n a . 

mmcrx}^'^£< > -5 D N A , 

[ tmm 5 ] if 3 idKc^) D N A ^- mnm^. $ ri^. 

^ * L . D N A $S^;'Stt e ^ Ke^(c» 5 ^- V >[ia 0 1 VXAl 
i j;(,>DNAf^^^> 
[00 0 1] 

^ > > < 9 Kiie^t-SB L , l¥ L < Ji: , v a- x ^ > 
MS^tcf^^* $ Til. > X -f- < > - 'J ■■/ -f- V D N A jg-^ > 

[00 0 2] 

(Mil, ^tLRam$i|ffllv 'ccr>'^m\m7:^-tZ, z > ti^h 
?i -r V > -6 t fz , i^' A- -X ^ > 0g(c j; o -r § 
|) rS^ < c?) > / N (jastnonate induced protein;Jl 

[00 0 3] ±1^^^) J; 0 Xt > iStc J: -.-Ti^'^S 

-(Proc. Natl. Acad. Sci. US.A i?T. 7713 {1990)). 'J 
.+;v-A^igttfl::^'> '^:^M(Proc. Natl. Acad. Sci. 
USA 91. 7012 (1994)), ll!f*jP.T^^ > V < (vegetati 
ve storage protein (Plant Sci. 62. 45 (1989)). V 
-t.=3r> y'-^—t:■( Plant Cell Physiol. 34. 1063 (199 

3) ) , mfw.mcr)ixmiz^-ti,mmmmizm-t7^ 9 v>-<9 

'M:<'.Annu. Rev. Plant Physiol. Plant Mol. Biol. 44, 

569 (1993))^^)iJ;0\ \W^^^Z:.'FA'<MW^{'?ro^- ■ Nat 
1. Acad. Sci. L:SA92. 12505 ( 1995) )/^;^'l¥ffi-^^ > // 

[ 0 0 0 4 ] 1 . :.ix cr> v- A- X t > w^-mm S iX 



[0005] t-z h-:: , jte-rso^^psptii, y'n^ 

> #.t hixx x:mik=T<^m^-^mn-th i o 

(r>-H=&tLX. ^ ^ J; 3 4- D N A v> < 9 m:m.\ik=r 

T^i^i.ffeJI*: 3 > h n— /l, -f-.5> C > ;^)''<:"# , ^ t >o4-iS 

[ 0 0 0 6 ] -> t . s^'-v x ^: > istc J: 0 ^ 
i\ D N A ifg-^ > ' s- 7 jif5^«'*St S ililii' - ^ 

[0007 ] Lw^L't'/O't-V, >^>rXt>KtCj; oTI^^ 
S^ri,.?, D N Am-^9 > .'■^9 «RU^^c7)mi^l^imn^iX 

[ 0 0 0 S ] 

[^BM'Wi^L J: a > ^^-)I*II] *^BJ1{5±iSfS,^rz)^'-3 
[ 0 0 0 9 ] 

§S"'J1II It:.; Sic^^^s^tctHJg-t 'S. itg^ (col >T W^*r 

i^zmti L . ^^m&^fp D N A?.s-^^ > ' mmi^'rT 
[0010] Mt^m~it, i^a.coi^mmmi'Z>-^'X=i:> 

iS.WiSrtf -r' 7 r b > V ^^L-T^' <- X.7°U-^ St- i 

^<)'J^-9-.^> §^xmm S mii^) c D N a 7 o - > *r 
ijiSf L . i&m^in i ik^ I tz.. ^ L T , r ix h c^m<^^ 1 
t hc7)MHC 7 7x1 lJtg^c7.)7 n^ — 5'— rllS 
{Z\%-^%ixX\^h\-hoyXzW^'^hl^7.n-i > - '.J •/ ^ 
DNAiiig-^.^'> ys7W ( Cyst e in- rich DN.A-bindin.? pro 
tein : NF-Xl) h ^€n> — ^vtS-S. CI > 'rBfl^:,?:;^^: L , 
*^Bf3*r^;^-t -5. (C^ o 7:.: , 

[00 11] -t^^hhi^^mz. iE?iJ.*iOie?iJ#^2(c 
^1- r 5 y ^ L . D N- A $S-^-vStt 

Ztitell-r W L t L J: V > D N Af.S ^ ;7 > ^ n\^' W. 
a2rn-K^^DNAr-*>S, -IT', 'DNAi^g-^vS 
tt. its, m(*a^)tz(.i, *?60flc7:)DNAiiS^-.-^>.'NV7M 
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0 - 3 4 S 0 $ a -i) isSE^f) ^ *^ ^ D N A f/mi f 

,^1) ) ^)'>^^< i: tP^Wf-^g) D N ASrf^ffit"^-) . § ^^-> 

X 1 37>^v^S>:ffl[5ltt'rWLi:v-^S. NF-X 1 ^> 
^^'7'S"^i. bNc7)MHC ( major hist ocompat ibi i ity c 
oraplex. MHC: IS^(* ) 7^X[[jl 

gr-t "J ,^ > <7 W-C- ^> 0 . ^iJIW-^'S) 'J ri- 

•v-^-h L'r(ill^.-^Tv >^-)^>>9i■fl5S$i^•C^.^^>(J- Exp. 
Med. ISO. 1763 (1994)) . i^, ±JSM H C ^ ^ X 1 1 jl 

[0015] -^^^B^(7:)D N A^S-^^ > ^ <9'm<^)mir.^ 

o . i^" A* -X ^>mzx-yx nnmi'Ztrm s ii §i> //ii 

[0 0 1 6] >>.xt>iS{i. iliXftHiM^^^^fS^^ 

> h a-ji-rr^zc f^mt c ^) . mfWMi'ZM'T ^ mm 

-4r^^mc^) D N A r § -^fz 0 . D N 

A:7^r>^^> zmiT:^im^^X-^'iM.^-^?^ I > izX 

. ^mK:~i:r. mmm^) ±mmm -> nozt 

[ 0 0 17] *^0S/cJ: 0 . i^'A-X^ > iSC J: 1.^2* 
? i I D N A ^S'^- ^ > ^ s :7 K r 3 - H -r D N A ^ 

ixfz x- . 1 mm h L mm ^mztmi tz ^ 

- t P C ( .1^^ 'j ;^ ^— t:' • ^ x > • g T 9 3 
>) tIt^,^fe(*:DNA>o^o . DNA*S'^.'5=' 



y^<9 Mil e-f r ^^-r ^> -I > # S ^ r ^3lf5-^ S 
[ 0 0 1 S ] 

■th.. *,^0flc7)DNA{.i:, ^M.'mmR'd^MzX'^X^ 
- K r a y fgidjii r;-i*H^ C:, > ^-yfz^ X: . -e ^) T ^ y 

I L 1 ffl^?^).^ 'J 7 U K 5: 7^ ^ -7- 1 

P C RS. V ^(imjiEt«*ii?»Jr i > ^.z\m.L fz 
7f 'J =7'',X 9 V .^^ F r TO — 7' > 't^ ^' N-f 7" 'J -f -t:'— 
V 2 > 0 . W^^O^fe-fefrD N A , m R N" AX(i; c 

DN Af;^i'^.#SEi-^)-l h/VX-l^^ .. *-£f*DNA/;^ 

p c ¥imizx?^ mm iz x -> -c -t^^m^ d n a ^^-^ 9 > 

v^h'^%^\^t'^v^tK -z^:>X oC- lo.t:)§i.Ui2i.lJic?0 

[0019] ±K^.)77 ffi^)4^-T1i; , P c Ri4/9v4f ^ l^ ^ 

^ 7 r > y^-flf-' i y^TV A S (Science 257. %7 
(1992) ) (2 J: l)^ A7 x^-:zy 7-^r^X'^X%c^>ixfz 
LcoX'h^^ . 

[0 0 2 0 ] *l60fli7:)DN Aii, tit^^eBB. 
^^mm%W&t^ > 'T X ^ >IS(c J: -> - ^#^a^ ('il^W $ it 
c D N A-r-^gg-r^ I c izX-^Xn^:di6 . mW^iZ 

a. V ,x > ggmii L f^ts*iiBa > ^.^Pi^otgftfflsa 

R N A rttiU L . -r' 7 r U > > r -r" ^ .X7^U < 
S (Science 257. %7 (1992) ) r^T^t . v^-^r X^y 

. > X t > i§ Wi^^HBa > ,te?afic7)l§Rf^H 

ssr. ^ mm L R. N A fj^ o c D N A ^ -^fR L , S- ^ r y 

/t I , V -X ^ > iS^^liaffliai*^:) c D N A CO 

Mzt]g>^^>zv. m'^mcommmm^^coc d n Ad-jiis^ 

[002 1] 0 i z LTtfofl/-^ c D N Ac^mm 

Zi^^ m^Zii . tf ^':>iLfz c D N A r r a- 7" >: ^ a 
— — 7"';r < ^2-> 2 >XliTy—7^^^ 7''}9"i 
-t: - ^ H XC j: o t . ttt'^$09ai*^ c D N A 7 < 7' 7 

[0 0 2 2] c E) N A 7 < 7- 7 'i -i-i . mmmfP^:> m 
R X A L . 3£ln^g#Sr ffl c D N A -^f* 
L , ^t^ >; ./ 7 — tr'Rix^d J; -> T 2 t-mAt L /"^ L ^) ^ ^ 7 

,^-ict$A L . ±mmmiz^mm.m^^^ i > ^zx o tm 

^6 It yTX c D N A 7 o > 9"^ •/ h /;i'TfTS.I^ 
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^mmmji ? zvx ') . z ii r mm-t hz> tax- ^ 

SiXT V i^l^iSfl^-^. Molecular cloning (Maniatis T. 
et al. Cold Spring Harbor Laboratory Press) (CfStfe 

^MiW^l¥\(^<k'^{t. Maxain-GilbertS:?)>S^ V '.(i. 
i T^'i- ^ V J: 0 ?T . y i'f't^ > Stc J: ^ tsSSe 

[00 2 5] Jild^)J: -) L-Z'i^^A-itz-^m^mo N A 

o jftjE ^? i L -S) r ^ y 1516?'! ^ , 2 tcin-r . C 7) 

5 y i^aE.^f) (CO . T^- 9 XMW-r ?f i: - 
$ /igid^ilc?) 1 7 7 1 tXa)U'7t\t. t N 

"Cl ^>5> X - b o x(C*S-^f -5 > ^T"f > - -/^D :\ A 
tS o ^-^ v:^ ^ ( Cystein-ricii DNA-biadia^ protei 
n (NF-Xl) ) (7)r S ./i§KF'J^> 3 4 3 1 0 S 7 ^-^-^ 
UTrt '^^T^-^^S 9 . 7 ""oc^jt^ > -fy^ :h ^ Z cfy'^hrj^ 
0. DN\A*S-^-,^> vv^m't-.r^'^- 
id^ij^^ 1 (::^^ Ti-r , lMa#^4 5 0 — 4 5 2 :7)A T G 

[00 2 6] ±ld D \ Af^^ ^ > y > ^ H^.)3lfSn^^ . S 
J I P - 2 > L /-J . .I.^it£^^>SfI«5^rtllp'<^?) 
fz'^i'Z^ y—'^>nm'r^li-ofz. f^^b•^^, >"'^X-t> 

is?afM L fzmM c s wi^^)#0§a//^ r. \ a ^ tti; l , t 

/j'xj— X y /!. ^Mi-'T J-tJ ir'n^ K yflrj-^ R N A -r x > 7" 
y ylzf^ I fz . 9ciZ'i%^iifz c D N A ^ 7^o— 7' > L T 

.^N-f 7 '; ^w^r— > 2 > i:'n->fzt s j i p-2 

{ 5:^,^ilFl^$B.ia-CiilgfI>^^' 1. oixi" , 'J r X ^ > 

fz. LtzTPn-Z. ±.ies J I P-2(j:. >A^xt>|g-c* 
^$Sfi^t^l^iS:^;iX^ D N A*5 ^.^ > y sy W^);!^^ -CJS 

[00 2 7] J; 0 , >> X ^ > gg--i#g6^(2|^ 

':S$il-:-> D N A^S^.^ >yN\7 WiOc D X Xtrn'^Alfz^T) 
X\ L^^m^m^'^fz-^^< 7 'J f< -tr-v H > (c J: 01^^ 



&(*DNA7 y"y'} —Tj-h. hh^'^lt.z:r>c DN Aid 
mzm-:>^ f^M I fz ^ 'J l.- ^ F' r ^ V- 
>-r^ PC Rf£(Zj: 0 , ^ft&f*D NA/^^^^S J rP-2 

[0028] ^S^H^cJO D N AX(5: S J I P - 2 cn^Mh 
h'^^^t—Wkfj') yy'y—^-^^ ^^'^ fiy.^^cny'Tj 

1 ix # mm t D N A $ fi5r^g(c x i- x m VMm-t h 

Z>iz^->X. E) N A 9 y ^< 9n 5: B^il"^ ^ 

J I P " 2:0^gp,Z{i:— gPS:. }2:^f^/C7'n?^ — C 
JS-^ L fz h ^> r flt%(CeS A t . ^ -5) r > ^-t > X R 
N A -r ? -yr I) -I .> (c J: o D N A^fr^ >^ S'c?^ K 
m R \ A.^)SfPv'r la* L , .?6flt 'rfmSiJ^ii:^ c fpX^ 

[00 2 9 ] m^^mm^Ml±. '<-y- < 9 iVfjy'^. 
X u :7 h o b - > H > ( 'S.^ Lf£ ) Ibh^ T 9 

i; yuVy'yX h(iDN A2r?».A-r^C>:(34; o 

[00 3 0 ] S J I P - 2 7)^3 >',7X( j:r >-^-tr >-Xit 

■i 7'; -tr-^ H ym(^-H&r<:m^h - > cci 
.Kfi^v. ^/z, S^f*(^, fiftft7)S7:=>oRNA'^tt 
a L . D N Afg'^- >^ > 7 S?tg^7),?EJS'r ./ > Hi 
W#(cJ:Oir<l)-'*. SJ W '- nmK^tcX^^h 

[0031] 

imim] aTi'Z:^?tmTmmmi'zm-'S^ ^xmmzmm 
< 1 > X € > igmfld 0 wmmzmM.'r?.> c D N 

A7)-r'^ 7 r U > >^;l.~r' Y X7'^L' ^SdJ: ^#Sf 
:^S7)tg*$Bga (SB-P ceils. Jack M. tvidholmfAai 
Oi^i^s^ilfz. Plant Physiol. 72, 42b (r:)S3)#ff«) 
r 2 0 li W 7) >■ X ^ > igy -^ /I X 7. -r fl ^6 J: L^" i 0 0 
M M7) V 7 > ^ \-X" 3 0 Tj^ral^iiri L , -r' • 7 
7 > V ^ 7 H ^^I5!c'r pa* L oo >^ - X t ymxMm $ ri^g. 
n I R N A ^iS: -tfz \k , > ^ X ^: > 1$^?^!$ HBSfc i L^' 
*^?Pl7)$B.Sa^^^':>. WTfoi^-tj: oizlX^'^T-i^^y^ 
t^r^.-j-^. CsC iSiciORNA^rttttlLT::. 
[0032] mmmm'tii-'ziU^ l s:-':>o^iM*M«4^ 

. 'ri'L$: 1 4 m 1 7)4 M7"rx>-> ^.i-v T 
-h. 1 1 7mMy/l7^7'^hx7 7-/1. 25mMifi§ 
h ' ; ^ (17 Jx , .t^ h n? > rf; ^ v -f -+f' - 'C 

L . Zii± , 1 3, 00 0 • g 2 5 'jtm 
)i-'OLfz^)h. Jiif 'tJI' 11^^:2- — 7rt 7) 1 . 5 m I 7) 
5. 7M C sC 1 i-.'gi]S±^za,lL7^, -iJltr. IS 
2. 0 00 ' g -C- 2 0S§rBl3a^DL ±r*Srf^^. >/z,- 

(ti55: T E mmmzm^' ix±pi n a > i tz . 



INSDOCtD: <JP_409224672A_J_> 



(5) 



246 7 2 



[00 3 3];^:(C. ^tX^'iV<7)RNA^m^^X. One 
Hunter ^i<7)R N Am a p ^ N $: fflv -rV 7 r 
U > > -\*/l'--r' -f X7'U '<ffi$r^T':>/*^... P C R^^)7''7 "7 
3 - 6 iz^i- 4 mm^)^ r?" d T r V -7 

'I'czr^^-t) 2 0aS|<7:) 1 0-7— ^^>'rz^ie^|J$• 
*^ ^. 7" 7 < v - ^ m'^^h-^x mm i tz r i i ^ ^ 7' 

[0 0 34 ] ±iei7)RNA 0. 2/y, sc-rlfrSi: LT. 

( MMLV( Moloney Murine Leukemia Vims) re 
verse transcr i pt ase ) 1' ffl V '-T c E) N A -r o'ItJc L /"J 
f* . ±ie^7' 7 -7- ^i)P /: . 9 4 3 0 #\ 4 0 C 
2 7 2 C 3 0 ts: h i^ligRC-r 4 0 < ^ 

mfm\ i-z [ s] - d A T p ^ u n 3A t itfz .. 

[0 0 3 5] -ril-f fL^)RJC^^^^ , v - x > 7. y 

N 7 V '>r 7" 7 A > o /-^ fi^ . X ^ > ig.^?iifl(ctf Sfi^ 

i.*c7) R N A f;* itti t? iX . SMJS^^^^a 15**7) R N A 
fj' t tifg S i i^' » o /-^ D N A 7)y \ >' F 2: irJVfp h tH 0 

A 5rttaiL f^oii/'-D N A b .> > 
|5]l:7'^ < V-rffl^ PC R^TYT^^^ DNA^rlStlL 
fz. i^ifiSix/'jDXAii, p C — (Invitroge 

nt±«)(i-*t7'7D-- >7-'L , mkm%mzw\\^fz. 

[ 0 0 3 6] <: 2 SMc E) N xay^m 

ts*$s§a ^ 5 0 u M ^) V ^~ 7 ^ > • 1 B^raT 

L . 7"7"-> y^^v r i-.— h c s c I O^R 

N A 5 tttB I. fz > f* R N A/j^ o m R N A 

•V h (inRNA Purification Kit(PharmaciattS^) ) ^m^' 
"C ^t^" A- R N A 5- Pt^ L , ;X V ^ T"* , 4 /i g vO.t^ 'J A' 
RN A/9^^->cD N A-^-JtSc:^ -/ f (cDNA Synthesis Kit (P 
harmac ia a.ffi) ) r ffl c D N A ^ '^fS. Lfz . 
[00 37] 'i^^jttfz c D N A ^ , A Z A P [ I ^ 

- (StratageneltM) (l|f 7. L . < > b ' F O • / •■/ >■ 
> 7"^1'To"r A 7 r — v/Cj: § c E) N A7'< 7"7 [) — r 

[ 0 0 3 S ] mM< i > ^y'r' iy -rWi. \ ^ X 
-f O^SIL/j lo7)7a-> T6- 1 P 

tlllffi L . ±ie^:) c E) N A y i 7* 5 \) -SO. 0 0 0 V' 
7-7 5:7^7-7VN>f 7-i;.7-^4r-> h >a£Cj: 0 X7 
>',:^~" L ^C . Pfttt::^ n- > ^Wz . ^ ^ Y 7- ■ j y A 

— > H > r 6 O CT- 1 6 a^PBli-ToZ-jtS. 0 , 2 s S C 
0. 1% SDSi.'§iIt4'60 CTl O^i^liTt^^L/-^,. 

2 0 > L , $ o C::p.f/t^ o fi . 
[00 39] < 3 >^sage?i|7;)^?^jg 
T 6 - 1 - 2 0 7:)S^id^ii5r . SSSdyiJ^^^iTg^ V ( Be 
aBEST Dideoxy Sequence Kit (Siiit (ffi) K ) 



i^''T:t^ V miZj: 0 i^iE I fl CZ^>. 1 7) c D N AU 
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I /L^*^" T ^ ^ S J I P - 2 ( i . I'W^^'t > SSTlfSW 
[004 51 

? i l ^> D N A Jg'^- > V < ^ K ^ n - K -r . 1 ^ D N A 
^S-^ .57 > J < ^mi. 'J \ X ^ > ig-C-f.^^ § i i h iSfr ^ ^ 

-ri-t ^^)iie^i7):^JI2r n >- h o-./i -r -g) :: > ^i'^rSbi: 
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ie?f|0:R^ : 3528 

ie?fJ^fflSI : cDNA 
Si® 

^t^^ : f i X 
: SB-P 

W&$:m-tti^ : CDS 
1¥^iim : 450. . 34S0 



TCACACAGCG CAACTTTCGT CTTCTATCCC C.AACCCTAAC CAGGTATCAT CTTCCTATCT 
TTCCTAAATT TCAGTCAGTC AGAATATTTG TCACTTAATT TGGAATTTTC ATTTCGAGAG 
TTGAGACTTA GACATGTTAA TTTGACTTTT AGGGTTGAGG TTATCATCAA TCTTTCCATT 
TTCAATCTGA TGAATTGGAT TTGAATTTTC ATGTGTCAGT TAGCGAACGA TCGATTAGAG 
TTTCGACGCA GGATGAGTTC GAAAGAGCGA AGCAGCAGCC GCATTCGAGG (iTTCCTrGTC 
E^TCAGGAGTG GATTCGTAGA GATGTTGGTG GTTGCTCCAA TCCAAGAAAG CCCAAGAAGG 
GATCATCTTC GAATTCGAGG GAGGAGTCTA ATTTGCCTCA GCTGCTGCAA GAGATTCAGG 
ACAAGCTCGT CAAAGGAGCT GTCGAATGC ATG ATT TGT TAT GAC ATG GTG CGC 

Met lie Cys Tyr Asp Met Val Arg 
1 5 
AGG TCT GCG CCT ATC TGG TCT TGC TCC GGT TGC TTC TCT ATC TTT CAC 
Arg Ser Aia Pro He Trp Ser Cys Ser Gly Cys Phe Ser He Phe His 

10 15 20 

CTC ACT TGT ATC AAG AAG TGG GCT CGT GCA CCC ATT TCT GTG GAT TTG 
Leu Thr Cys lie Lys Lys Trp Aia Arg Aia Pro lie Ser Vai Asp Leu 
-5 30 35 40 

TCC GTT GAG AAG AAC CAG GGC GGC TTC AAT TGG CGT TGC CCT GGT TGC 
Ser Val Glu Lys Asn filn Gly Gly Phe Asn Trp Arg Cys Pro Gly Cys 

45 50 55 

CAG TCT GTG CAG CTC ACT TCA TCC AAG GAT ATT AGG TAT CTA TGC TTC 
Gin Ser Val Gin Leu Thr Ser Ser Lys Asp lie Ai-g Tyr Leu Cys Phe 

60 65 70 

TGT GGA AAG AGG CCA GAT CCA CCC TCT GAT TTG TAT CTC ATG CCA CAT 
Cys Gly Lis Arg Pro Asp Pro Pro Ser Asp Leu Tyr Leu Met Pro His 

T5 80 S5 

TCC TGT GGA GAA CCA TGT GGC AAG CCT CTT GAG AGG GAC CTT CAA GGG 
Ser Cys Gly Glu Pro Cys Gly Lys Pro Leu Glu .Ai-g Asp Leu Gin Gly 

^-^0 ^5 100 

GAT AAG GAG CTT CTT TGC CCT CAT CTT TGT GTC TTG CAA TGC CAT CCC 
Asp Lys Glu Leu Leu Cys Pro His Leu Cys Val Leu Gin Cys His Pro 
105 110 115 120 . 

GGC CCC TGT CCT CCT TGC AAA GCA TTT GCC CCT CCA CGT CTG TGT CCT 
Gly Pro Cys Pro Pro C>s Lys Ala Phe Aia Pro Pro Arg Leu Cys Pro 

125 130 135 

TGT GGG AAG AAA AAT ATT ACC: ACT CGT TGC TCT CiAC CGC CAG TCT GTT 



60 
120 
180 
240 
300 
360 
420 
473 



521 



569 



617 



665 



ri3 



761 



800 



857 



905 
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Cys Gly Lys Lys Asn He Thr Thr Ar.g Cys Ser .Asp Arg Gin Ser Val 

140 145 150 

CTT ACC TGT GGC CAG CGC TGC CM AAG QT CTT CAA TGT GGC CGT CAT 953 
Leu Thr Cys Gly Gin Arg Cys Gin Lys Leu Leu Gin Cys Gly .Arg His 

155 160 165 

CGC TGT CAG CAA ATC TGT CAT CTG GGT CCT TGT CAT CCT TGT CAA GTT 1001 
Arg Cys Gin Gin He Cys His Leu Gly Pro Cys His Pro Cys Gin Val 

170 175 180 

CCA ATC AAT GCC TCT TGC TTT TGT GCC CAA AAG ATG GAG GTA ATT CTT 1049 
Pro lie Asn Ala Ser Cys Phe Cys Ala Gin Lys Met Glu Val He Leu 
185 190 195 200 

TGT GGG GAG ATG GCT GTC AAG GGT GAA ATC AGA GCA GAT GGT GGA GTA 1097 
Cys Gly Glu Met Ala Val Lys Gly Glu He Arg Ala Asp Gly Gly Val 

205 210 215 

TTC TCT TGT GGT TCC ACT TGT CAA AAG MA CTT MT TGT GGT MT CAT 1145 
Phe Ser Cys Gly Ser Thr Cys Gin Lys Lys Leu Asn Cys Gly Asn His 

220 225 230 

ATC TGT ATC GAG ACT TGT CAT CCA GGT AGC TGT GGG GAC TGT GAA TTA 1193 
ile Cys [le Glu Thr Cys His Pro Gly Ser Cys Gly Asp Cys Glu Leu 

235 240 245 

TTA CCA TCC CGT ATT AAG ACA TGC TGT TGT GGG MA ACT AGA TTG GAG 1241 
Leu Pro Ser Arg He Lys Thr Cys Cys Cys Gly Lys Thr Arg Leu Glu 

-50 255 260 

GAG AAA CGC CAC AGT TGT TTA GAC CCA ATT CCT ACC TGT TCA CAA GTA 128<:'J 
Glu Lys Arg His Ser Cys Leu Asp Pro He Pro Thr Cys Ser Gin Val 
-f:'5 270 275 280 

TGT GGC AAG TAC CTT CCT TGC GGG ATT CAT CAT TGT GAA GAG CCA TGC 1337 
Cys Gly Lys Tyr Leu Pro Cys Gly He His His Cys Glu Glu Pro Cys 

285 290 295 

CAT GCT GGG GAT TGT TCT CCT TGT CTG GTT CTA GTT TCT CAG AAG TGT 1385 
His Ala Gly Asp Cys Ser Pro Cys Leu Val Leu Val Ser Gin Lys Cys 

300 305 310 

AGA TGT GGC TCG ACT TCC CGA ACT GTG GAG TGT TGC AAG ACA AAA ATG 1433 
Arg Cys Gly Ser Thr Ser Arg Thr Val Glu Cys Cys Lys Thr Lys Met 

315 320 325 

GAA AAT (^AG AAA TTT ACT TGT GAA AGG CCT TGT GGG CAG AAA AAG AAT 1481 
Glu .Asn Glu Lys Phe Thr Cys Glu Arg Pro Cys Gly Gin Lys Lys Asn 

330 335 340 

T(;T GGA AGG CAT CGA TGT AGT GM AGG TGT TGT CCA CTT TCT MT CCA 1529 
Cys Gly Arg His .Arg Cys Ser Glu Arg Cys Cys Pro Leu Ser .Asn Pro 
-^-l'^ 350 355 360 

AAT AAT ATT CTA AAT GCA GAT TGG GAT CCA CAC TTC TGT CAA TTG CCG 1577 
-Asn .Asn He Leu .Asn Ala .Asp Trp .Asp Pro His Phe Cys Gin Leu Pro 

365 370 375 

T{]T GGA AAG AAG TTA AGG TGT (iGG CAG CAT GCA TGT G.M TCC CTG TGC 1625 
Cys Gly Lys Lys Leu Arg Cys Gly Gin His Ala Cys Glu Ser Leu Cys 

380 385 390 

(:AC AGT GGT CAT TGT CCA CCT TGT CTT GAA ALT ATA TTT ACT GAT TTG 1673 
His Ser Gly His Cys Pro Pro Cys Leu Glu Thr He Phe Thr .Asp Leu 
395 400 405 
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ACA TGT GCT TGT GOT AAG ACT TCA ATC CCT CCT CCA TTG CCT TGT GGC 1721 
Thr Cys Ala Cys Gly Lys Thr Ser He Pro Pro Pro Leu Pro Cys Gly 

410 -115 420 

ACA CCG CCT CCC TCA TGT CAG CTT CCA TGT TCA GTT CCT CAG CCT TGT 1769 
Thr Pro Pro Pro Ser Cys Gin Leu Pro Cys Ser Val Pro Gin Pro Cys 
425 430 435 440 

TCG CAT CCA GCC TCT CAC AGC TGT CAT TTT GGA GAT TGC CCT CCT TGT 1S17 
Ser His Pro Ala Ser His Ser Cys His Phe Gly .Asp Cys Pro Pro Cys 

445 450 455 

TCA ATG CCC ATA GCA AAA GAA TGT ATT GGT GGA CAT GTA GTT CTT AGG 1S65 
Ser Met Pro He Ala Lys Giu Cys lie Gly Gly His Val Vai Leu Arg 

460 465 470 

AAC ATA CCT TGT GGT TCG AAG GAT ATT AAA TGC MT AAA CTC TGT GGG 1913 
Asn fie Pro Cys Gly Ser Lys Asp He Lys Cys .Asn Lys Leu Cys Gly 

475 480 4S5 

AAG ACC AGA CAG TGT GGT TTA CAT GCA TGT GGC AGA ACA TGT CAC CTC 1961 
Lxs Thr \r^i Gin Cys Gly Leu His Ala Cys Gly r\i-? Thr Cys His Leu 

490 495 500 

CCC CCT TGT GAT \AT CTG TCA GCT GTG CCA GGT ATC CGA GCC TCT TGT 2009 
Pro Pro Cys Asp Asn Leu Ser Ala Val Pro Gly He Arg Ala Ser Cys 
505 510 515 520 

GGG CAA ACA TGT GGT GLT CCT AGG AGA GAC TGC CGG CAT ACA TGT ACA 2057 
Gly Gin Thr Cys Gly Ala Pro Arg Arg .Asp Cys Ar^ His Thr Cys Thr 

525 530 535 

GCT CCT TGT CAC CCT TCA ACT CCA TGT CCA GAT ACA AGA TGC AAA TTC 2105 
Ala Pro Cys His Pro Ser Thr Pro Cys Pro Asp Thr Arg Cns L\s Phe 

540 545 550 

CCT GTC ACA ATT ACT TGT TCT TGT GGC CGA ATA ACA GAA AAT GTT CCT 2153 
Pro Val Thr He Thr Cys Ser Cys Gly .Arg He Thr Glu Asn Val Pro 

555 560 565 

TGT GAT GCT GGT GGC AGT TGT GCT AAT TAT GAT GCT GAT ACT GTA CAT 2201 
Cys Asp Ala Gly Gly Ser Cys Ala .Asn Tyr Asp Ala .Asp Thr Val His 

570 575 580 

GAA GCT TCC ATT ATT CAA AAG TTG CCT GTG CTT CTT CAA CCC GTG GCT 2249 
Glu Ala Ser He He Gin Lns Leu Pro Val Leu Leu Gin Pro Val Ala 
585 590 595 600 

GCA AAT GGC AAA .AAA GTC CCC CTC: GGA CAA AGA .AAA CTG ATG TGT AAT 2297 
Ala Asn Gly Lys Lys Val Pro Leu Gly Gin Ar.g Lys Leu .Met Cys .Asn 

605 610 615 

GAT GAC TCiT GCT AAG TTA GAG CGG AAA AGG GTT CTT GCA GAT GCT TTT 2345 
Asp Asp Cys Ala Lys Leu Glu Arg Lys .Arg Val Leu Ala Asp Ala Phe 

620 625 630 

GAG ATT ACC GCT CCA AAT CTG GAT TCA CTC CAT TTT GGT GACi AAT TCG 2393 
Glu lie Thr Ala Pro Asn Leu Asp Ser Leu His Phe Gly Glu .Asn Ser 

635 640 645 

GTT GCT TCT GAA TTG CTG GCT GAC ATG TTG AGA CGT GAT TCT AAA TGG 2441 
Val Ala Ser Glu Leu Leu Ala Asp Met Leu Arg .Ai"g .Asp Ser Lys Trp 

650 655 660 

GTT TTA TCT GTT GAA GAG ACiA TGC .AAG TTT TTA GTA CTT GGC .AAG .AGC 2489 
Val Leu Ser Val Glu Giu .Arg Cys Lys Phe Leu Val Leu Gly Lys Ser 
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665 

AGA GGA 
Arg Gly 

AAG GAC 
Lys .Asp 

GCA GTG 
Ala Val 

GTT ACA 
Val Thr 
730 
ACT ACA 
Thr Thr 
745 

c;at ATG 
Asp Met 

(.CA GAT 
Ala Asp 

GTT TGG 
Val Trp 

CGT GCT 
Arg Ala 
SIO 
GGA GCT 
Gly Ala 
825 

TCA GCT 
Ser Ala 

CTG GCA 
Leu Ala 

CCA (;GT 
Pro Gly 

TCT GCT 
Ser Ala 
890 
GCT TCA 
Ala Ser 
905 

TCA TCT 
Ser Ser 



670 

AAT GCA CAT GGT 
Asn Ala His Gly 
685 

AAA AGA GAT GCA 
Lys Arg Asp Ala 

700 
AAT GCA 
Asn Ala 
715 

CCA AAA 
Pro Lys 



GCT GGT 
Ala Gly 

TCA AGA 
Ser Arg 

AAT GTA 
.Asn Val 
750 
CGA CTT 
.Ai-g Leu 
765 

GCA TTG 
Ala Leu 

GAC AAA 
Asp Lys 

GCA ATG 
Ala Met 

GTG GTT 
Val Val 
830 
GCC TGG 
Ala Trp 
845 

AAG A(jT 
Lys Ser 

GAA G.AT 
Glu Asp 

AAA TTG 
Lys Leu 

CCT TGG 
Pro Trp 
910 
GCC ATT 
Ala lie 
925 

ACiT ACiT CiTT ATC ACA AAG 



ACT GTA 
Thr Val 

GAT CCT 
Asp Pro 

ATT AGT 
He Ser 
7S0 
TTA AAT 
Leu .Asa 
795 

GCA ACT 
Ala Thr 

GTG GTG 
Val Val 

ACC AAT 
Thr Asn 

GCA TTA 
Ala Leu 
860 
TGG AGA 
Trp Ar.'^ 
875 

.AAT GTC 
\sn Val 

GTA AAT 
Val Asn 

GTT GCA 
Val Ala 



CCA AAA 
Pro Lys 

GTG AGG 
Val Arg 

CGG CAG 
.Ai"g Glu 
720 
GCT CCT 
Ala Pro 
735 

CCC CTT 
Pro Leu 

GTT GTC 
Val Val 

GTG TTG 
Val Leu 

AAT GCA 
.Asn Ala 
800 
M'A] AfiG 
-Ai^g Arg 
815 

GTT CCA 
Val Pro 

GGA (iGA 
Gly Gly 

AAT CCA 
Asn Pro 

GCT TGG 
Ala Trp 
880 
CCT ATT 
Pro lie 
895 

AGT GTC 
Ser Val 



GTC CAT 
Val His 
690 
GTG ATT 
Vai He 
705 

CCA AAG 
Pro Lys 

GCT CGT 
Ala .Arg 

CCT CCG 
Pro Pro 

TCT TTT 
Ser Phe 
770 
.AGA TTT 
Arg Phe 
7S5 

TTG GCC 
Leu Ala 

TTG GAT 
Leu .Asp 

AAT GTC 
.Asn Val 

TCT GGG 
Ser Gly 
850 
TGG AAA 
Trp Lys 
S65 

GGT GAT 
Gly Asp 

CAG AAG 
Gin Lys 

CTA .AAT 
Leu .Asn 



AAA ATT GAT (:i(^T 
Lys [ le Asp Gly 
930 

TTG GAG CCT CGT 



675 
GTT 
Val 

GCT 
Ala 

CAT 
His 

GTG 
Val 

GCA 
Ala 
755 
ATA 
lie 

GGT 
Gly 

GTT 
Val 

CAT 
His 

GGG 
Gly 
835 
ACA 
Thr 

AAG 
Lys 

GAG 
Glu 

AAA 

Lys 

CAA 
Gin 
915 
TCT 
Ser 



TTC TGT 

Phe Cys 

GAG AGA 
Glu Arg 

TTC GTA 
Phe Vai 
725 
CTA GGG 
Leu Gly 
740 

TTT GAT 
Phe Asp 

GAC TTA 
.Asp Leu 

(jGT (i.AG 
Gly Glu 

TTT A.AT 
F*he Asn 
805 
GGl ACG 
Gly Thr 
820 

GCA TCA 
Ala Ser 

ATG A,AA 
.Met Lys 

GAT GTT 
Asp Val 

GAG TGG 
Glu Trp 
885 
GAA GCC 
Glu Ala 
900 

GAA TCG 
Glu Ser 

.AGG A.AA 
.Ai-g Lys 



GAT an GGT 



680 

CCT ATG TTA 
Pro Met Leu 

695 
TGG AAG CTT 
Trp Lys Leu 
710 

GTT GTT CAT 
Vai Val His 

TTT AAG GGT 
Phe Lys Gly 

CCT TTG GTT 
Pro Leu Val 
760 

CCA ATG GAT 
Pro Met Asp 

775 
TGT GAA CTT 
Cys Glu Leu 
790 

GAC CCT GCC 
Asp Pro Ala 

GTT TAT CAG 
Val Tyr Gin 

GTA GCA TCT 
Val .Ala Ser 
840 

GGA GGA GCA 
Gly Gly Ala 

855 
ATT CAA GAG 
lie Gin Glu 
870 

GCT ACT GGT 
Ala Thr Gly 

CGA ATA TCT 
Arg lie Ser 

TCT TCA AGT 
Ser Ser Ser 
920 

CAC TCT GAA 
His Ser Glu 

935 
TCA AAT CTA 



2537 



2585 



2633 



2681 



^729 



2825 



2S73 



2921 



2969 



3017 



3065 



ni3 



3161 



3209 
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Ser Ser Val lie Thr Lys Leu Glu Pro Arg Asp Gly Gly Ser Asn Leu 

940 945 950 

GGA GGG CAG CCT GCA GGA MC ITT GAT GCT TTG GAA GCT TCT GAT GTA 3353 

Gly Gly Gin Pro Ala Gly .Asn Phe Asp Ala Leu Glu Ala Ser .Asp Val 

955 960 965 

GTA GAT GAT TGG GAG AAG GCT TGT GAA TAGCAAGGAG TAAACATTTT 3400 

Val Asp Asp Trp Glu Lys Ala Cys Glu 

970 975 
TCATTTTATT TTGTTGAGAA GGAGGCAGAT TTTGACTAGT GAAATGTCTA AGGCTCTTTT 3460 
TGTCCACTAG ATGTATCTCT TTTCATGTTT TATCCCCCTG ATTTTAATCA ATTTCGATGT 3520 
TATTCTAA 352S 
[0047] : 2 : [IMtt 

i£?iJ^)ft S : 977 mi\cr)mm : ^ >^ ^ 7 « 

Met lie Cys Tyr Asp Met Val Arg Arg Ser Ala Pro He Trp Ser Cys 

1 5 10 15 

Ser Gly Cys Phe Ser He Phe His Leu Thr Cys He Lys Lys Trp Ala 

20 25 30 

Arg Ala Pro He Ser Val Asp Leu Ser Val Glu Lys Asn Gin Gly Gly 

35 40 45 

Phe .-\sn Trp Arg Cys Pro Gly Cys Gin Ser Val Gin Leu Thr Ser Ser 

50 55 60 

Lys .Asp He Arg Tyr Leu Cys Phe Cys Gly Lys .Arg Pro Asp Pro Pro 
65 70 75 80 

Ser Asp Leu Tyr Leu Met Pro His Ser Cys Gly Glu Pro Cys Gly Lys 

S5 90 95 

Pro Leu Glu Arg .Asp Leu Gin Gly Asp Lys Glu Leu Leu Cys Pro His 

100 105 110 

Leu C>s Val Leu Gin Cys His Pro Gly Pro Cys Pro Pro Cys Lys Ala 

115 120 125 

Phe Ala Pro Pro :Arg Leu Cys Pro Cys Gly Lys Lys Asn He Thr Thr 

130 135 140 

Arg Cys Ser Asp .Arg Gin Ser Val Leu Thr Cys Gly Gin .Arg Cys Gin 
145 150 155 160 

Lvs Leu Leu Gin Cys Gly Ai-g His Arg Cys Gin Gin He Cys His Leu 

165 170 175 

Gly Pro Cys His Pro Cys Gin Val Pro He Asn Ala Ser Cys Phe Cys 

ISO 185 190 

Ala Gin Lys Met Glu Val lie Leu Cys Gly Glu Met Ala Val Lys Gly 

195 200 205 

Glu He Arg Ala Asp Gly Gly Val Phe Ser Cys Gly Ser Thr Cys Gin 

210 215 220 

Lys Lys Leu Asn Cys Gly .Asn His He Cys He Glu Thr Cys His Pro 
225 230 235 240 

Gly Ser Cys Gly .Asp Cys Glu Leu Leu Pro Ser .Ai-g He Lys Thr Cys ■ 

245 250 255 

Cys Cys Gly Lys Thr Arg Leu Glu Glu Lys Arg His Ser Cys Leu Asp 

260 265 270 

Pro He Pro Thr Cys Ser Gin Val Cys Gly Lys Tyr Leu Pro Cys Gly 
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275 280 
He His His Cys GIu Glu Pro Cys His Ala Gly 

290 295 
Leu Val Leu Val Ser Gin Lys Cys Arg Cys Gly 
305 310 315 

Val Glu Cys Cys Lys Thr Lys Met Glu ksn Glu 

325 330 
Arg Pro Cys Gly Gin Lys Lys Asri Cys Gly Arg 

340 345 
Arg Cys Cys Pro Leu Ser Asn Pro Asn ,Asn He 

355 360 
Asp Pro His Phe Cys Gin Leu Pro Cys Gly Lys 

370 375 
r.ln His Ala Cys Glu Ser Leu Cys His Ser Gly 
385 390 395 

Leu Glu Thr lie Phe Thr ,Asp Leu Thr Cys Ala 

405 410 
He Pro Pro Pro Leu Pro Cys Gly Thr Pro Pro 

420 425 
Pro Cys Ser Val Pro Gin Pro Cys Ser His Pro 

435 440 
His Phe Gly Asp Cys Pro Pro Cys Ser Met Pro 

450 455 
He Gly Gly His Vai Val Leu Arg Asn lie Pro 
465 470 475 

He Lys Cvs Asn Lys Leu Cys Gly Lys Thr Arg 

4S5 490 
Ala Cys Gly Arg Thr Cys His Leu Pro Pro Cys 

500 505 
Val Pro Giy He .Arg Ala Ser Cys Gly Gin Thr 

515 520 
Arg Asp C>s Arg His Thr Cys Thr Ala Pro Cys 

530 535 
Cys Pro Asp Thr .Arg Cys Lys Phe Pro Val Thr 
545 550 555 

565 570 
Asn Tyr Asp Ala .Asp Jhr Val His Glu Ala Ser 

580 585 
Pro Val Leu Leu Gin Pro Val Ala Ala .Asn Gly 

595 600 
(jly Gin Arg Lys Leu Met Cys Asn Asp .Asp Cys 

610 615 
Lys .Arg Val Leu Ala Asp Ala Phe Glu He Thr 
625 630 6.35 

Ser Leu His Phe Gly Glu .Asn Ser Val Ala Ser 

645 650 
Met Leu Arg Arg .Asp Ser Lys Trp Val Leu Ser 

660 665 
Lys Phe Leu Val Leu Gly Lys Ser Arg Gly Asn 
^^75 680 



285 

Asp Cys Ser Pro Cys 
300 

Ser Thr Ser .Arg Thr 
320 

Lys Phe Thr Cys Glu 
335 

His Arg Cys Ser Glu 
350 

Leu Asn Ala ,Asp Trp 
365 

Lys Leu Arg Cys Gly 
380 

His Cys Pro Pro Cys 
400 

Cys Gly Lys Thr Ser 
415 

Pro Ser Cys Gin Leu 
430 

Ala Ser His Ser Cys 
445 

lie Ala Lys Glu Cys 

460 

Cys Gly Ser Lys Asp 
4S0 

(jln Cys Gly Leu His 
495 

Asp .Asn Leu Ser Ala 
510 

Cys Gly Ala Pro .Arg 
525 

His Pro Ser Thr Pro 
540 

He Thr Cys Ser Cys 
560 

575 

He He Gin Lys Leu 
590 

Lys Lys Val Pro Leu 
605 

Ala Lys Leu Glu Arg 
620 

Ala Pro Asn Leu .Asp 
640 

Glu Leu Leu Ala Asp 
655 

Val Glu Glu .Arg Cys 
670 

Ala His Gly Pro Lys 
685 
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Val His Val Phe Cys Pro Met Leu Lys Asp Lys .Vg Asp Ala Val Arg 

690 695 700 

Val [le Ala Glu .Arg Trp Lys Leu Ala Val Asn Ala Ala Gly .Arg Glu 
705 710 715 720 

Pro Lys His Phe Val Val Val His Val Thr Pro Lys Ser Arg Ala Pro 

725 730 735 

Ala .Arg Val Leu Gly Phe Lys Gly Thr Thr Thr Val .Asn Val Pro Leu 

740 745 750 

Pro Pro Ala Phe .Asp Pro Leu Val Asp Met Asp Pro .Arg Leu Val Val 

755 760 765 

Ser Phe He Asp Leu Pro Met Asp Ala .Asp lie Ser Ala Leu Val Leu 

770 775 7S0 

Arg Phe Gly Gly Glu Cys Glu Leu Val Trp Leu .Asn Asp Lys .Asn Ala 
785 790 795 800 

Leu Ala Vai Phe .Asn Asp Pro Ala Arg .Ala Ala Thr Ala Met .Arg Arg 

805 810 815 

Leu Asp His Gly Thr Val Tyr Gin Gly Ala Val Val Val Val Val Pro 

S20 825 S30 

Asn Val Gly Ala Ser Val Ala Ser Ser Ala Thr .Asn Ala Trp Gly Gly 

835 840 845 

Ser Gly Thr Met Lys Gly Gly Ala Leu Ala Ala Leu Lys Ser .Asn Pro 

850 855 860 

Trp Lys Lys Asp Val He Gin Glu Pro Gly Trp Glu .Asp Ala Trp 
865 870 875 880 

Gly .Asp Glu Glu Trp Ala Thr Gly Ser Ala Asn Val Lys Leu Pro He 

885 890 895 

Gin Lys Lys Glu Ala Arg He Ser Aia Ser Val .Asn Pro Trp Ser Val 

900 905 910 

Leu r\sn Gin Glu Ser Ser Ser Ser Ser Ser Val Ala Ala He Lys He 

915 920 '■)25 

Asp Gly Ser Arg Lys His Ser Glu Ser Ser Val He Thr Lys Leu Glu 

930 935 940 

Pro Arg .Asp Gly Gly Ser .Asn Leu Gly Gly Gin Pro Ala Gly .Asn Phe 
945 950 955 960 

Asp Ala Leu Glu Ala Ser ,Asp Val Val .Asp Asp Trp Glu Lys Ala Cys 
965 970 975 

Glu 
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an 
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: mm 
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Mmc^MW. : ffi^DN A. 

nm 

TTTTTTTTTT TTVA 14 

[ 0 5 0 ] ffi^fJS# : 5 
la^fJ^O*? : 14 

id^^ij^)a^l : ftii^ODN A. 

TTTTTTTTTT TTVT 14 
[00 5 1 ] ; 6 

: 14 



-^^^DN A 
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(13) 



nm^9-2 24672 



Mm<^MM ■■ fi!l^^)D.\A. 
TTTTTTTTTT TTVC 14 



(0052] 

c D N A ( N F - X L ) t^^th l^X^-i > {.ZStiim 



[Ell 1 



110 C-P«LCVLQCHPCPCPPCKAF*PPRLCPC 1 37 

155 CGQRCQKLLaCCTHHCQOICHLGPCHPCQVPINASCFC 192 

219 C6STCQKYLNCGNHICIETCHPCSCG0CELLPSR1KTC 256 

277 CSQVCGKYLPCGIHHCEEPCHAGDCSPCLVLVSQKCRC 314 

373 CQLPCGKKLRCGOHACESLCHSCHCPPCLETIFTOLTC 410 

483 CNKLCGKTBQCGLHACGRTCHLPPCDNLSAVP6IRASC 520 

531 C-RHTCTAPCH 540 
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